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Figure 7.5: Initial analysis of EXPAL1 expression in the 35S::EXPA11 T3 lines

An RT-gPCR experiment was conducted using EXPA11 qPCR primers on cDNA synthesised from RNA extracted from
No-0 and 35S::EXPAL1 T3 plants grown on soil under standard conditions. Four leaves were pooled per plant for RNA
extraction for each of the genotypes. The 35S::EXPAL1 T3 lines that were screened are ‘2,2-4°, ‘7,1-3°, ‘9,2-5°, <18,1-2’,
¢20,1-3°, and ‘21,1-3”. EXPA11 expression was normalised to the reference gene MONL1.

7,1-3 18:1:2
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Figure 7.6: Presence of 35S::EXPAL1 construct in T3 lines

For each third transgenic generation (T3) line, DNA extractions were performed on 10 seedlings. The PCR with p35S F
and EXPA11-attB2 R primers was conducted to confirm the presence of the 35S::EXPA11 construct in the genomic DNA
(gDNA) of the T3 lines. The T3 lines that were screened are 7,1-3°, ‘18,1-2’, and ‘20,1-3’. The positive control used the
gDNA from the second transgenic generation (T2) of the T3 line 18,1-2 as template. The MW marker included is the New
England Biolabs (NEB) Quick-Load® 100 bp DNA ladder (Catalogue #NO467S).
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