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 Figure 7.5: Initial analysis of EXPA11 expression in the 35S::EXPA11 T3 lines 

An RT-qPCR experiment was conducted using EXPA11 qPCR primers on cDNA synthesised from RNA extracted from 

No-0 and 35S::EXPA11 T3 plants grown on soil under standard conditions. Four leaves were pooled per plant for RNA 

extraction for each of the genotypes. The 35S::EXPA11 T3 lines that were screened are ‘2,2-4’, ‘7,1-3’, ‘9,2-5’, ‘18,1-2’, 

‘20,1-3’, and ‘21,1-3’. EXPA11 expression was normalised to the reference gene MON1.  

 

 

 

 

 

 

 

 

 

 

 

 

Figure 7.6: Presence of 35S::EXPA11 construct in T3 lines 

For each third transgenic generation (T3) line, DNA extractions were performed on 10 seedlings. The PCR with p35S F 

and EXPA11-attB2 R primers was conducted to confirm the presence of the 35S::EXPA11 construct in the genomic DNA 

(gDNA) of the T3 lines. The T3 lines that were screened are ‘7,1-3’, ‘18,1-2’, and ‘20,1-3’. The positive control used the 

gDNA from the second transgenic generation (T2) of the T3 line 18,1-2 as template. The MW marker included is the New 

England Biolabs (NEB) Quick-Load® 100 bp DNA ladder (Catalogue #NO467S).  
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like pseudokinase MRH1 interacts with the voltage-gated potassium channel AKT2. Scientific Reports. 7(1):44611. DOI: 

10.1038/srep44611. 

Skou, J.C. & Esmann, M. 1992. The Na, K-ATPase. Journal of Bioenergetics and Biomembranes. 24(3):249–261. 

Sloan, J., Backhaus, A., Malinowski, R., McQueen-Mason, S. & Fleming, A.J. 2009. Phased Control of Expansin Activity during 

Leaf Development Identifies a Sensitivity Window for Expansin-Mediated Induction of Leaf Growth. Plant Physiology. 

151(December):1844–1854. DOI: 10.1104/pp.109.144683. 

Smith, W.K., Ma, Y., Yu, J., Cheng, Y.-Y., Zhang, P., Han, T.-T. & Lu, Q.-Y. 2022. Characterization of a strong constitutive promoter 

from paper mulberry vein banding virus. Archives of Virology. 167(1):163–170. DOI: 10.1007/s00705-021-05310-9. 

Sondergaard, T.E., Schulz, A. & Palmgren, M.G. 2004. Update on energization of nutrient transport energization of transport 

processes in plants. Roles of the plasma membrane H+-ATPase. Plant physiology. 136(1):2475–2482. DOI: 

10.1104/pp.104.048231.Cells. 

Spartz, A.K., Lee, S.H., Wenger, J.P., Gonzalez, N., Itoh, H., Inzé, D., Peer, W.A., Murphy, A.S., et al. 2012. The SAUR19 subfamily 
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